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M3yueH BKnag ogHOHYKNeoTUAHbIX nonmmopdramos (SNPs) rs3025039, rs833061, rs3025000 v rs833068 reHa VEGFA B pa3BuTue vile-
Muyeckolt 6onesnu cepaua (MBC). YctaHoBneHa accoumauma rs3025039, rs833061 1 rs3025000 ¢ MIBC y my»kunH. Mpwn nsyyeHmn ranno-
TUMNOB yCTaHOBJEeHbl accouymanmm rs833061T-rs833068A-rs3025000T-rs3025039C 1 rs833061T-rs833068G-rs3025000C- rs3025039C
C NOHWXEHHbIM prcKom pa3Butua MBC y myunH, rannotuna rs833061C-rs833068G-rs3025000C-rs3025039T v peaKux ranioTunos
(yacToTa <1%) — C NoBbILWEHHbIM pUcKoM pa3BuTua UBC y xeHWwuH. Takxe B paboTe 6bifio BbiABIEHO, UTO annesnb rs833061T Haxo-
AWTCA B OTpULATENbHOM HepaBHOBecHy Mo cuennexuto (LD) c annenamm rs833068G 1 rs3025000C y My>KUMH 1 NONOXUTenbHOM LD
y eHLWMH, a rs3025039 — B cnabom nonoxutensHom LD ¢ SNP rs3025039 y My»UnH.
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Associations of polymorphic variants of the vascular endothelial growth factor A
gene with the development of coronary heart disease in Central Russia
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The contribution of single-nucleotide polymorphisms (SNPs) rs3025039, rs833061, rs3025000 and rs833068 of the VEGF gene to the
development of CHD was studied. The Association of rs3025039, rs833061 and rs3025000 with CHD in men was established. The
study of haplotypes established associations rs833061T-rs833068A-rs3025000T-rs3025039C and rs833061T-rs833068G-rs3025000C
- gs3025039c¢ with a reduced risk of CHD in men, haplotype rs833061C-rs833068G-rs3025000C-rs3025039T and rare haplotypes
(frequency <1%) - with an increased risk of CHD in men CHD in women. It was also found that the rs833061T allele is in a negative
coupling disequilibrium (LD) with the rs833068G and rs3025000C alleles in men and a positive LD in women, and rs3025039 is in a
weak positive LD with the SNP rs3025039 in men.
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Pabora mMeeT HayuyHYIO HOBH3HY, TaK KaK aHaJIOTY-
HBIX UCCJICIOBAHMI Ha TTOMYJISILMY pernoHa LleHTpambHoi
Poccuu He mpoBoauiaock. OHa akTyajlbHa B CBSI3U C TEM,
YTO B3aMMOCBS3b MOJMMOPGH3Ma TeHOB COCYINCTHIX H-
JIOTEIMATBHEBIX (hAKTOPOB POCTa C Pa3BUTHEM HMIIEMUUC-
ckoit 6one3nu cepaua (MbC) aktuBHO n3yyaeTcs ydye-
HBIMM pa3HBIX CTpaH, HO MaTepHaja KpaifHe MaJio ISt
BO3MOKHOCTH €T0 TIPAKTUIECKOTO MPUMEHEHUS B MEIM -
LIMHCKOM MpaKTHKE.

Llenpio nccaenoBaHus SBASIJIOCH U3yYeHUE acCo-
muanmii geteipex SNPs (rs3025039, rs833061, rs3025000
n 18833068) rena VEGFA ¢ puckom pa3sutust MUBC B Llen-
TpasibHOU Poccun. s 1oCcTUXKEHMS Lieau ObLIM MOCTaB-
JICHBI CJICAYIOIINE 3a1a4M: YCTAHOBUTH 3HAYMMBbBIE acCO-
LAY YKa3aHHBIX SNPS ¢ MOBBIIIEHHBIM WJIN CHIKEH-
HBIM PHCKOM pa3BUTHs 3a00JIEBaHMST; IIPOBECTH aHAJIA3
TaruIOTUIIOB; U3YYNTh HEPaBHOBECHE TT0 CLICTIIICHIIO MEXK-
ny SNPs; o60cHOBaTh MOJyYEHHBIE PE3YIbTaThl.

MaTtepwmanbi n metopbl

B nccnenoBanuu yyactBoBasio 1214 xureneit Kyp-
CKOI1 00J1aCTU CJIIaBIHCKOTO MPOUCXOXICHUsI, BKJIIO-
yast 555 6oabHbIX UBC 1 659 3n0poBbix. ['eHOTUIIMPOBA-
Hue SNPs npoBoauaoch Ha FTeHETUYECKOM aHaIM3aTope
MassARRAY Analyzer 4.

Pesynbratbl

YcranoBineHo, 4to SNPs rs3025039, rs833061
u 183025000 accouuuponanbl ¢ pazputueM MBC Tonb-
Ko y MyxuuH (p<0,05). Famtotunsr H3 (rs833061T-
rs833068A-rs3025000T-rs3025039C) u H2 (rs833061T-
rs833068G-rs3025000C-rs3025039C) accouurpoBalInch
¢ TOHMKeHHBIM puckoM pas3Butus MBC y myxunn, p=0,01
u p= 0,05 coorBeTcTBeHHO. HanpoTus, y XKeHIINH Tario-
tun H4 (rs833061C-rs833068G-rs3025000C-rs3025039T),
a TakKe pelKye TarIoTUIlb (dacrtora <1%) GbIIM acCoLu-

HUPOBaHBI C MOBBIIIEHHBIM pruckoM pa3sutust MbBC, p=0,01
u p=0,02, COOTBETCTBEHHO.

AHanM3 HepaBHOBECUS 1O cliernaeHuo Mexay SNPs,
CcTpaTUIIMPOBAHHBIN IO MOJIY, MTO3BOJIMJI YCTAHOBUTb,
yT0 ajenb rs833061T HaxoauTCs B OTPULIATEILHOM He-
paBHOBecuu 1o cueruieHuio (LD) ¢ ayurensamu rs833068G
u 1$3025000C y My>K4MH U TTOJOXKUTEIbHOM LD y KeH-
wuH , Torna kak SNP rs3025039 naxonuiics B ciabom mo-
noxuteabHoM LD ¢ SNP rs3025039 y my>kunH. AHanu3
6a3bl JaHHbIX miRBase, Mo3BoanI ycTaHOBUTD, YTO ajl-
nenb 1s3025039T obpasyet caiiT cBsizbiBaHMS 14151 MKPHK
hsa-mir-591, KoTopast MOXXET MOIaBISATh TPAHCIISILIMIO I'e-
Ha VEGFA nytem 6iokupoBaHus u aerpagauuu JHK-
TPAHCKPUITOB. AHAJIM3 TeHOMHO-TPAHCKPUTITOMHBIX JIaH-
HbIX optasia GTEX mo3BoI yCTaHOBUTh, YTO TarioTH-
1bl, accoumupoBaHHbie ¢ MBC, cBsi3aHbI ¢ U3BMEHEHHEM
aKcrpeccuu reHa VEGFA.

BbiBOAbI

BniepBbie ObUIM YCTaHOBJIEHBI TTOJI-crielUpUIecKre
0COOEHHOCTU HEpaBHOBECHUS 11O CLEMIeHN0 Mexny SNPs
reHa VEGFA. VIx B3aUMOCBS$I3b C TIPeapacriookeHHO-
ctbio K UBC BbI3bIBAET MHTEPEC U TPEOYET AasIbHEMIIIe-
T0 U3yYEHUSI.
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